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Understanding the molecular mechanisms behind the multiple layers of epigenetic
regulation by DNA demethylases in rice.
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To understand the molecular mechanisms that specify the function of rice
DNA demethylases, | performed the genomic and biochemical approaches. 1 found that transposons,
which would be the targets of DNA demethylases, in rice genome, dynamically expressed during the
rice endosperm development. In the DNA demethylases mutants, the expression patterns of transposons
were changed, and the differences of the expression patterns varied between mutants. Meanwhile, I
designed the constructions which express DNA demethylases with FLAG/HA tag and produced transgenic
rice plants expressing each DNA demethylase with tag. | started biochemical analysis to explore the
factors which interact with the rice DNA demethylases.
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