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Evasion of plant innate immunity by complex formation between host and viral
proteins
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The mutation of the gene encoding vacuolar protein sorting-associated
protein (Vps) 4 in cucumber near-isogenic line A192-18 determines resistance to Zucchini yellow
mosaic virus which is a member of family Potyviridae. In yeast the viral proteins, P3N-PIPO and CI
interacted with the Vps4 protein from susceptible cucumber, but not from A192-18. The temporal and
spatial analyses of the viral infection in the leaves of A192-18 revealed that the virus enabled to
replicate in infected cells, whereas cell-to-cell movement of the virus was inhibited. The
observation supported that cucumber resistance to the virus was determined by the changes of
interaction of P3N-PIPO and Cl, the viral proteins involved in cell-to cell movement, with Vps4.
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