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Study on chromosome evolution in caddisflies
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I addressed to understand chromosome evolution in caddisflies which are
sister clade of moths and butterflies. 1 constructed BAC libraries from 2 new species and a FISH
technique was used to visualize DNA sequences of 3 species of caddisflies. FISH mapping used BAC-DNA

probes showed that chromosome correspondence between the silkworms and 2 caddisfly species which
belong evolutionary advanced superfamily. Instead, a species in the other ancestral superfamily does
not have chromosome correspondence to that in the silkworm. Hence, | assume that typical

Iegé@og}@ran chromosome sequences had appeared in the common ancestor of the advanced clade in
caddisflies.
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