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Verification of the effect of whole island extermination of exotic rats in
Ogasawara lIslands

Tamate, Hidetoshi

3,400,000

15 DNA R.
rattus R. rattus R. tanezumi R. tanezumi

To understand the population structure and genetic interactions of rodents
in the Ogasawara Islands, we conducted genetic analyses of individuals captured in 15 areas in the
Chichijima and Hahajima archipelagos. Mitochondrial DNA analysis showed that R. rattus is
distributed in the northern part of the archipelagos, R. rattus and R. tanezumi in the eastern and
central parts, and R. tanezumi in the southern part. A population structure with large divergence
between the northern and southern parts was detected in the nuclear gene. This result suggests that
the two introduced lines may have interbred and then formed a subpopulation structure through
isolation or reduction in population size.
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migration rate
To
Otouto  Ani Hyotan Hitomaru Nishi Chichi  Minami  Haha
From Otouto 09401 0.0086 0.0086 0.0086 0.0085 0.0084 0.0086 0.0085
Ani 0.1378 0.8469 0.0046 0.0018 0.0027 0.0026 0.0018 0.0019
Hyotan 0.0117 0.0095 09423 0.0071 00076 0.0073 0.0072 0.0072
Hitomaru 0.0284 0.2462 0.0134 0.6755 0.0092 0.0092 0.0091 0.0090
Nishi 0.0236 00228 00312 00092 08826 00122 00091 0.0092
Chichi 0.0216 0.0164 00060 0.0040 0.0074 0.9364 0.0041 0.0040
Minami  0.0223 0.0223 00226 0.0222 0.0220 0.0440 0.8226 0.0220
Haha 0.0256 00258 0.0252 0.0260 0.0253 0.1340 0.0258 0.7124
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Na Ne | No.Private alleles
He 11
2 Fst
0.000
0.102 0.000
0.107 0.024 0.000
0.124 0.072 0.074 0.000
0.235 0.171 0.180 0.058 0.000
0.159 0.109 0.108 0.034  0.066 0.000
0.198 0.145 0.151 0.043 0.014 0.052 0.000
0.219 0.185 0.187 0.087 0.061 0.082 0.055 0.000
0.216 0.171 0.173 0.063 0.039 0.049 0.036 0.041 0.000
0.187 0.151 0.164 0.056 0.048 0.085 0.044 0.100 0.089 0.000
0.244 0.173 0.181 0.071 0.038 0.081 0.034 0.097 0.073 0.060 0.000
0.231 0.168 0.172 0.064  0.043 0.069 0.037 0.091 0.069 0.067 0.032 0.000
0.220 0.158 0.167 0.059 0.035 0.068 0.031 0.098 0.070 0.051 0.018 0.033 0.000
0.306 0.270 0.267 0184 0163 0.183 0.158 0.216 0.191 0.178 0.135 0.142 0.116 0.000
0.409 0.319 0.343 0.211 0.129 0.218 0.139 0.205 0.201 0.160 0.111 0.147 0.122 0.230 0.000
Fst 0.1 dyad
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