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between China continent and Japanese islands
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A study focused on the impact of Japanese archiﬁelago plant species on the
formation of biological communities in the Asia mainland, emphasizing the genus Camellia. Due to
COVID-19, research on mainland species was interrupted. Therefore, the migration history between the
Japanese archipelago and the mainland, focusing on the southwestern islands that once served as a
land bridge, was estimated. An investigation into the interactions between the genus Camellia and
its parasitic fungi was also initiated. Results indicated that the flower size and uniformity in the
Camellia section are related to bird pollination as an evolutionary adaptation, supported by
genome-wide SNP analysis. Distribution changes suggested that the northern Japanese population is
ancestral, and the southern population re-migrated to the mainland during the glacial Eeriod. For
Sasanqua, Ishigaki and Iriomote exhibited high genetic diversity, and the southern Ryukyu was
estimated to be an ancestral population.
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length of flower diameter stamen length Rate of filament Location
Petal No. of

Section Species (mm) (mm) coalescence (%) and
color samples
Mean +SD SD Mean  +SD SD Mean  +SD SD Dataref.
C. longzhouensis 3 40.90 121 cdh 39.60 125 ab 5117 0.04 bgh
¢ chry@lha var. 3 48.80 5.63 bedh 3900 358 ab 5761 0.07 ag
Chrysantha Yellow  Phaeopubisperma
C. quephongensis 3 38.93 3.33 cdh 3297 086 acd 4463 006 fghi
C. cucphuongensis 3 36.67 3.66 dh 3313 297 acd 39.26  0.00 g
C. lutchuensis 3 2753 553 gh 1420 122 gh 4573 004 efghi
C. transnokoensis 3 41.03 176 cdh 2070  0.75 eh 40.63  0.02 gj
Theopsis
C. trichoclada 3 23.00 114 h 1153 112 h 2493 010 jk
C. fraterna 3 32.87 135 fh 1987 032 eh 56.53  0.02 agh
White
Longipedicellata C. longicarpa 3 3373 231 efh 2387 096 defy 6300 004  abedf
Oleifera C. vietnamensis 3 96.90 3.83 a 18-77 0.49 fh 1700 0.02 k
C. yuhsienensis 3 96.73 3.50 a 1353 061 gh 60.50 0.05  abedf
Paracameliisa
C. grijsii 3 61.93 9.10 bedf 1187 078 h 3811 0.06 ¢
- Inokuchi
C. brevigyna 3 64.60 8.49 bed 29.70 192 abef 6465 003 abede Tsubaki
C. lungshenensis 3 61.27 7.83 bedf 3293 245 acd 7219 003 a Kan
C. bailinshanica 3 62.40 174 bedf 34.07 191 acd 7048  0.01 ab
C. brevicolumns 3 66.30 7.48 bed 3650 265 ac 7243 0.05 a
C. kweichowensis 3 60.10 0.36 bedf 3107 129 abe 5006 002 cgh
C.villosa 3 61.43 6.70 bedf 3443 038 acd 4695 0.00 dghi
C. polyodonta 3 63.23 7.78 bede 26.23 127 cef 4051  0.02 ¢
Camdllia Red C. saluenensis 3 59.87 12.32 bedf 3060 252 abe 6738 005 abc
C. lapidea 3 53.43 5.45 bedfg 3317 376 acd 3691 0.09 hj
C. semiserrata 3 54.33 9.76 bedfg 4060 521 a 5391  0.03 agh
c,' plta,,’d“ var. 3 68.17 3.32 ac 3373 1.96 acd 6643  0.09 abed
pitardii
C. apolyodonta 3 62.77 6.66 bedf 26.07 170 cef 3937 0.02 gj
C. chekiangoleosa 3 78.60 8.69 ab 2833 224 bcef 3791 004 gj
C. japonica 52 5225 1266  cdf 3459 458 ab 6250 007  abc Abe and
Miuraet al.
C. rusticana 59 6048 1098  bc 1597 271 gh 338 007 | (2019)

+SD indicates standard deviations. One-way ANOVA was performed for each measurement item,
and significant differences (SD) in the mean values among groups were calculated using Tukey’s
method (P < 0.05). Non-capital letters indicate statistical (in)significance in aconcise way: if
treatment groups share the same non-capital |etter, then the differences between the groups are not

statistically significant.

Cluster Dendrogram

250

100

1

° MMITTFTTTTTrmTTTT [TTTTTTI |

e oy
= w000 P SSScm
= CECoRSsBnnn A = 2B BLLTTEEL
=) TesaERe coae el 222 22Co2Coo e85 55565 cc SE999
> BRRoC0Y 2D DO VDV DV= B =34 ® 0 PO== @ oo
T SSooR 2222 NI S e el 228> 0000009 5526 . 2 2SS,

- . CCCO 00 2 2 ¥ Soo 002 22 2 ScScOOEES

OOSSScecssaEEE - 2 e e 505 2232550550°5 855550 ~ 555 5555s
6 0a223555 5 oo Eaacacs oo  w0SQaQea SoP;D  wupoT
COOEES - - 505 355 >o0000CEE COOADAl - ? v Yoo
SETOOOO  ZZZZo o §339392 2= O O L.C 002 2 OOgcec
oo SosooogsEe s gesge B2 © O 2 osgh
o SoX L N oo 2

i

ee2

@@

ccc

S&E

Do

zee

e

566

(&3

xd
helust (*, "ward.D")

Flower diameter, stamen length, and rate of filament coalescence were measured for each of three
individuals, and the obtained measurements were standardized for cluster analysis using the Euclidean
square distance and Ward's method. The color scheme for each section is as follows: red for sect.
Camellia, purple for sect. Paracamellia, blue for sect. Oleifera, green for sect. Longipedicellata and sect.
Theopsis, and yellow for sect. Chrysantha.
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