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With the aim of establishing a transformation method for Tricholoma
matsutake, research was conducted with the aim of isolation of monokaryon as a host strain, and
developing genetic recombination technology using the protoplast-PEG method in the fungi. However,
protoplasts could not be regenerated during the study period. Currently, we are using a -1,
3-glucanase derived from the cell wall of the fungi component degradation microorganism isolated
from nature to adjust protoplasts in an even larger amount, and continue regeneration experiments.
On the other hand, as a genetic recombination experiment using the same basidiomycetes, Pleurotus
salmoneostramineus, which can form fruiting bodies, was used In a model experiment. By the method
established in this experiment, the expression of the ﬁink colored protein gene (PsPCP) was
suppressed, and white fruiting bodies were formed in the experiment.
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