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Characterization of the settlement inducing compound from conspecifics of the
Pacific oyster Crassostrea gigas
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Gigasin-6 X1/X2, stains-all stainable acidic proteins (with a 48kDa major
band) and surface protein P12p-like played synergistic roles in larval settlement induction of
Crassostrea gigas through supramolecular action within the shell; a novel functional role for these
shell matrix proteins (SMPs) as a settlement inducing cue. Sugar moieties of the settlement cue also

influenced larval settlement, while endogenous ligands were also present in the larval
chemoreceptors, and this may allow the larva greater selectivity during site selection. Genes
related to shell formation showed closely linked dynamics with a gene regulatory network that may
involve the interplay of various hormone receptors, neurotransmitters and neuropeptide receptors
working together in a coordinated manner in both larval and post larval stages. Results also
suggested a possible involvement of an ecdysone signaling pathway during C. gigas settlement.
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PMF Band No. 1
Band Protein name® Accesson Theoretical Observed PS C*
No. Number 2 mass (kDa) mass (kDa) NMPP (%)
Unbound fraction components
UB1 Gigasin-6 isoform X2 XP_011449648.2 63 198 79/15 20
Gigasin-6 isoform X1 XP_011449647.2 64 198 78/15 19
uB2 Gigasin-6 isoform X2 XP_011449648.2 63 66 85/15 21
Gigasin-6 isoform X1 XP_011449647.2 64 66 84/15 20
UB3 Surface protein P12p-like XP_034321529.1 15 17 80/8 37
Surface protein P12p-like XP_034319527.1 15 17 80/8 37
S1 Unidentified Stains-all N/A N/A 48 N/A N/A
stainable acidic protein
S2 Unidentified stains-all stainable N/a N/A 43 N/A N/A
acidic protein
Bound fraction components
B1 Gigasin-6 isoform X1 XP_011449647.2 64 198 97/17 21
Gigasin-6 isoform X2 XP_011449648.2 63 198 96/17 22
B2 Gigasin-6 isoform X1 XP_011449647.2 64 66 63/13 18
Gigasin-6 isoform X2 XP_011449648.2 63 66 63/13 18
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Description Chitin-binding Calciumion binding Extracellular region
GOID G0:0008061 G0:0005509 G0:0005576
FDR value 8.13x10% 0.0024 567 x10°%
Ontology Molecular function (MF) Molecular function (MF) Céllular component (CC)
Count 9 17 17
Gene cgPif97 (1), Peritrophin- DNA ligase 1 (), EF-hand domain- Poly(3-hydroxyalkanoate)

44 (1), Lactahedrin ({),
Collagen aphal (XII)
chain ({), Peritrophin-1-
like,1 (), Peritrophin-
like2 (), Cleavage and
polyadenylation factor 1

containing protein 1 (), Calmodulin-
4 (), cacium-binding protein E-63-
1-like (), Camodulin-A isoforms
(), Leucine-rich repeat-containing
protein 74B (), Sarcoplasmic
calcium-binding protein (1), Myosin

depolymerase C (4), cgPif97 (1),
Trithorax group protein osa-like (1),
NPC intracellular cholesterol transporter
2 (), Mammalian ependymin-related
protein 1 (), Peritrophin-44 (1),
Lactadherin (1), Golgi-associated plant




subunit 1 (Clip1) (1), (1), EGF-like repeat and discoidin-I pathogenesis-related protein 1 (),

Putative chitinase 1 domain-containing protein 3 (), Collagen alpha 1 (XI1) chain (),
precursor (1), Putative Mammalian ependymin-related protein ~ Dermatopontin (4), Metalloproteinase
chitinase (1) 1 ({), EF-hand domain-containing inhibitor 3 (1), Peritrophin-1-like, 1 (),
family member B (4), Sarcoplasmic Peritrophin-1-like, 2 ({), inactive
calcium-binding protein (1), pancrestic lipase-related protein 1 (),
Neurocalcin homolog,1,(¥), pancreatic lipase-related protein 2 ({),
Neurocalcin homolog,2 (1), adenosine deaminase AGSA ({), von
Regucalcinl (4), Regucalcin,2 (4),  Willebrand factor C domain-containing
Annexin A4 ({) protein 2-like (VWC2L) ()
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