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Population genomics of two congeneric flatfish species having contrasting egg
traits
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Although marbled and yellow striped flounders belong to the same genus, the
two species exhibit contrasting egg traits: adhesive demersal eggs in the former and isolated
pelagic eggs in the latter. This difference in egg traits should be reflected in the population
genetic structure within the species. To examine this prediction, population genomic analyses were
conducted on both species sample populations collected from the coast of Japan. The mitogenomic
analysis revealed that highly genetic differentiation occurred among marbled flounder populations,
divided into seven local groups. In contrast, the populations of yellow striped flounder were
homogeneous. The results of RAD-Seq analysis using more than 20,000 SNPs in the nuclear genome were
consistent with those of the mitogenomic analysis, aside from the detection of weak differentiation
among the yellow striped populations. These results support the prediction that differences in egg
traits affect the genetic population structure.
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