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Applying semantic web technology to information of trait data in plant
varieties.
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Lined for breeding and analysis has traditionally been selected based on the
experimental knowledge of the breeding specialist. However, it is difficult for even specialists to
know all candidate lines, and there is a possibility of bias in selecting them.

This study applied semantic technology to the "relationship between parent and offspring of lines"
and "trait information that each line presents" of the genetic material accumulated so far. Finally,
it was possible to extract information on candidate lines.
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