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Identification of novel bovine paternally expressed imprinted genes
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To identifK new paternally expressed genes in bovine, we anal¥zed gene
expression in fibroblasts established from bovine parthenogenic embryos and in fibroblasts
established from normal embryos (males) using DNA microarrays. Expression analysis and DNA
methylation analysis of candidate genes obtained from the results were conducted.
In addition, to clarify the regulatory mechanism of the XIST gene (non-coding RNA involved in X
chromosome inactivation) by DNA methylation changes, whose expression has not been clarified in
bovine, 1 found that the expression of the XIST gene was induced in male bovine somatic cells by DNA
methylation inhibition. I found that DNA methylation inhibition induced the expression of XIST gene
in bovine male somatic cells.
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