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Effects of sulfomucin-binding bifidobacteria on intestinal barrier function and
analysis of gut colonization mechanisms
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In this study, in order to clarify the barrier-enhancing function of
sulfated sugar-binding Bifidobacterium breve and part of the adhesion mechanism to the mucosa, we
focused on the sulfated sugar metabolism system, which is thought to have affinity for sulfated
sugar chains, to find sulfated sugar chain binding proteins. As a result of database search, several

sulfatases and genes involved in the uptake were found. In this study, we identified major
sulfatases and activating enzymes by enzymatic methods. It was hypothesized that sulfated sugar
transporters may contribute to binding to sulfated sugar chains. Since the putative transporter gene
was located upstream of the identified sulfatase gene, we are now producing a strain deficient in
the gene.
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