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Interactions between tick oogenesis-related molecules and parasites in the
transovarial transmission of Babesia
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Babesia, a tick-borne protozoan parasite, infects various organs such as the

ovary in ticks, but the molecular mechanism is largely unknown. In this study, we examined the
interactions between Babesia and tick oogenesis-related molecules, such as egg yolk protein
precursor (vitellogenin; Vg) present in the hemolymph and Vg receptor (VgR) on the surface of
oocytes, during the pre-oviposition period. It was found that the Babesia DNA level in the hemolymph
was the highest 1 day after engorgement, which has immature oocytes in the ovary, and that Vg-2 is

an essential molecule for the transmission of Babesia to the ovary.
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Climate, Ticks and Disease (Editor: Pat Nuttall): eo27: Distribution, seasonal occurrence, and
biological characteristics of Haemaphysalis longicornis, a vector of bovine piroplasmosis in
Japan.
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