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Substrate recognition system for quality control of eukaryotic ribosome
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We worked on elucidating the molecular mechanism of ribosomal RNA quality
control. We identified a new factor that had not been previously known to be involved, and based on
the hint that this factor is necessary for the initiation of quality control, we investigated how
this factor is involved in the quality control mechanism. Site-specific crosslinking revealed that
there are multiple proteins that specifically bind to this factor, and it was found that important
interaction factors are mainly located on its N-terminal side, although they have not yet been
identified. Furthermore, it was discovered that among the several known phosphorylation sites on
this factor, two located on the N-terminal side are necessary for quality control, suggesting their
potential involvement in activity regulation.
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