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The aim of this study was to elucidate the role of the DNA methyltransferase
DNMT1 in postmitotic neurons and the association between its dysfunction and psychiatric disorders.
The results revealed that DNMT1 is involved in the maintenance of DNA methylation in enhancer
regions of genes that are essential for the neuronal functions. Furthermore, we found that DNMT1
also contributes to DNA demethylation in specific genomic regions. We also suggested that DNMT1
plays a similar role in human neurons as in mouse neurons. These results provide novel insights into
the function of DNMT1 and suggest that dysfunction of DNMT1 contributes to the pathogenesis of
neurological diseases.
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