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Structural insights into the transcription-translation complex revealed by
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In central dogma, transcription that coEies genetic information encoded on
DNA to RNA having the corresponding sequence, and translation that subsequently converts the nucleic
acid sequence into the amino acids sequence that forms proteins, those are important processes
playing fundamental roles in gene expression. In prokaryotes, both of these processes take place in
the cytoplasm, so the machineries involved in transcription and translation are spatially close to
each other and work in a coordinated manner. In this research project, the structure-function
relationship between RNA polymerase, which controls transcription, and ribosome, which controls
translation, was investigated by using single particle cryo-EM analyses. mRNA exposed from RNA
polymerase was visualized at high resolution as it was incorporated into ribosomes.
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