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Molecular basis of 3"-5" polymerase in a diverse RNA recognition
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3,300,000
3 -5 Thgl
Thgl
Thgl Thgl 2
Thgl U:A tRNA piRNA
tRNA C tRNA
Thgl 3 -5 piRNA
Thgl RNA 5

Thgl RNA

Thgl is an enzyme that extends nucleotide in the reverse direction. Its
biological significance is not fully understood. In our study, we discovered two mechanisms of base
recognition in Human Thgl. One mechanism involves the formation of a U:A base pair in tRNA, which
has been reported to function as piRNA in breast cancer cells, suggesting a new biological role for

reverse polymerization activity. Additionally, the binding between Thgl and mitochondrial tRNA was
found to play a role in base recognition.
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