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In this study, we successfully identified the first enzyme that is capable
of degrading a peptide solely consisting of D-amino acid from Streptoalloteichus hindustanus.
Through the in vitro biochemical assays, we revealed that the enzyme, Dpd, showing quite low level
of similarity to 3 -lactamase-like serine hydrolases is an exo-peptidase with strict specificity to
D-amino acid residues. This demonstration could open new avenue in creation of bioactive peptides
with D-configuration using the reverse reaction of Dpd.
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