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The objective of this study was to simultaneously identify cancer-specific
0-GIcNAc modification sites by utilizing an original technique for comprehensive analysis of
0-glycan binding sites by mass spectrometry. By establishing a method to concentrate O-glycopeptides

with more than 100-fold higher enrichment efficiency, we succeeded in identifying many previously
unreported O-glycosylation sites. We also analyzed colorectal cancer surgical specimens and found
sites/proteins with significantly different modification frequencies in cancer tissues compared to
adjacent normal areas.
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