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The role of imprinted genes in metabolic regulation and their evolutionary
significance.

Morita, Sumiyo
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In mammals, paternally and maternally derived genomes are not functionally
equivalent. This is due to the presence of imprinted genes that are expressed in a paternal- and
maternal-derived allele-specific manner. In this study, we analysed the function of imprinted genes
in obesity-associated brown and beige adipocytes. Furthermore, conditioned knockout mice of one of
the imprinted genes, Meg3, were generated and examined for their involvement in obesity or
emaciation. In this way, the role of imprinted genes in metabolic regulation (heat production) in
brown and beige adipocytes was clarified and the biological and evolutionary significance of genomic

imprinting was discussed.
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