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In eukaryotes, the genomic DNA forms chromatin, which regulates the genomic
function, such as gene expression and recombination. Nucleosome is a fundamental unit of the
chromatin, in which DNA wrapped around the histone octamer containing two molecules each of four
histone proteins, H2A, H2B, H3 and H4. Constitutive heterochromatin is marked with the
post-translational histone modification, histone H3 Lysine 9 di- or tri- methylation (H3K9me2/3).
The H3K9me2/3 in constitutive heterochromatin is written by the histone-methyltransferase family,
SUV39H1 or SUV39H2, and bound with heterochromatin protein 1 (HP1) forming the fundamental structure

of heterochromatin. In this study, we tried to determine the structure of the complex containing
these heterochromatin factors, using cryo-electron microscopy technology. Here, we obtained a
tomogram of the reconstituted HP1-chromatin complex using cryo-electron tomography.
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