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Germ cell transmits the genetic information to next generation. Maintenance
of its quality is crucial to preserve species. Spermatogonial stem cell (SSC), in particular, plays
a pivotal role in male fertility. Albeit its biological importance, how it is developed from
progenitor cell, called gonocyte, is unclear. Under this research grant, | revealed a highly
dynamic nature of chromatin in gonocyte. Next, 1 narrowed down the candidate factors that would be
involved in this chromatin dynamics, and focused on Morcl gene. Using morcl KO mice, I found that
several key chromatin dynamics were lost in this mutant mice. These data suggest that a specialized
machinery ensures the integrity of chromatin in germ cells for proper male fertility.
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