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Elucidation of regulation mechanisms of CpG islands via Ubiquitin-proteasome
system
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Variant PCGF1-PRC1 (PRC1.1) that contains PCGF1, KDM2B, SKP1, BCOR, PCGF1,
RING1A/B, and RYBP has been reported to contribute to the initiation of PcG silencing by recognizing
CpG islands (CGIs) by the CXXC domain of KDM2B and mediating H2AK119ubl by the RING1B/PCGFl dimer.
Notably, SKP1 associates with the F-box of KDM2B, potentially forming an SCF (SKP1A/CULLIN/F-box)
ubiquitin ligase complex. These apparent biochemical properties of PRC1.1 suggest that there may be
additional modes of action involving ubiquitin-related regulatory systems such as the proteasome.
Here, we thus set out to explore the possibility that PRC1.1 could utilize proteasome-dependent
pathways to regulate the expression of PcG target genes. Indeed, we identified none-histone protein
as substrates for poly-ubiquitination by PRC1.1, which lead to degradation of protein and subsequent
activation of repressed genes. We have prepared manuscript for submission.
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