©
2019 2021

Investigation of microbial systems using NGS driven powerful forward genetics.
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To achieve our purpose, we have attempted to construct a random mutation
library with a sufficient number of mutations. In the process, we confirmed through mass genome
analysis that mutagenic treatments such as UV irradiation or EMS mutagen
treatment, which had been thought to efficiently introduce mutations, did not introduce so many
mutations even under low survival rate conditions (up to an average of 0.5 mutations/genome in the
case of UV mutagenesis). Even with this low mutation rate, it was found that selection under some
stress condition like phosphate deficiency increased the number of mutations introduced in the
genome. In addition, mass genome analysis of more than 1,000 strains of one type of microorganism
revealed the existence of potential genomic diversity in cryopreserved strains.
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