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We first collected proximal and intermediate tubules from Xenopus Pax8:GFP
positive uninjured (day 0), regenerating (day 2), and regenerated (day 5) conditions for ATAC-seq
and H3K27ac ChlP-seq, and uninjured (day 0), uninjured (day 2), and regenerating (day 2) conditions
for RNA-seq. We then obtained putative enhancers of regeneration based on these data sets. In vivo
enhancer activities for putative enhancers were tested using Xenopus transgenic system and confirmed

that putative enhancers were activated after the injury of nephric tubules. Then, we applied the
HOMER tools to identify drivers of the regeneration enhancers. We found a robust enrichment of Pbx,
Tead, KIf motifs in regenerating specific open chromatin elements. Transcriptional activities were
tested using luciferase reporter system, and KIf functions as an activator for these elements. These
results suggest that the transcriptional activator of KIfs is one of the regulators for nephric

tubules regeneration enhancers.
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