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Elucidation of the molecular mechanisms of dedifferentiation in which the
function of macrophage unfolds and identification of related microRNA
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We suggest that during the early stages of cricket leg regeneration, Notch
and Sp9 are involved in the formation of regenerating blastema, in which macrophages function. Notch
and Sp9 might regulate epithelial-like cell differentiation and proliferation of muscle progenitor
cells to form blastema. Furthermore, Toll-like receptors (TLRsS) is expressed in macrophages, and the
TLR signaling induces the expression of the cytokine Upd, which activates Jak/STAT signaling that

is essential for the proliferation of blastemal cells.
We further found that m6A RNA methylation is involved in repatterning of distal tarsus during
cricket leg regeneration.
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