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Analysis of the regulatory mechanism of leaf differentiation via repression of
expression by AS2 and nucleolar proteins.
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Arabidopsis ASYMMERIC LEAVES2 (AS2) is a gene that plays an important role
in leaf development and differentiation; AS2 promotes adaxial cell differentiation of the leaf by
repressing abaxial factors of the leaf primordia. In the present study, we analyzed the effects of
nucleolar protein genes, NUCLEOLIN1 (NUC1) and RNA HELICASE10 (RH10) on AS2 function, because the
localization of AS2 at the periphery of the nucleolus is important for its function. We found
altered localization of AS2 protein and reduced levels of DNA methylation of 45S rDNA in as2, nucl,
rh10 mutants, that indicate perinucleolar localization of AS2 that requires normal nucleolar
structure and/or its function. The localization pattern of the 45S rDNA foci was also altered in
these mutants. These results indicate that perinucleolar regions function as scaffold for gene

silencing.
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