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Lysosomes (vacuoles) play a role in intercellular degradation, and
mitochondria are the primary sites for energy production. In simple unicellular red algae
Cyanidioschyzon merolae, these compartments interact during mitosis. Previous studies show that the
protein VIG1, a component of the ESCRT complex, mediates contact site formation. This study
demonstrates that VIGL functions in the interaction are independent of other ESCRT proteins.
Additionally, we also found that ESCRT plays a role in cytokinetic abscission in C. merolae.
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