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Cell type-specific histone modification analysis system to elucidate epigenetics
leading to dedifferentiation.

Sakamoto, Takuya
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In Arabidopsis, we have successfully developed functional mintbody for the
epigenetic mark H3K4me3 and phosphorylation of RNA polymerase 11Ser2 (RNAPIISer2P), which are
indicators of transcriptional activation. Mintbody is a biosensor that detects modification changes
using modification-specific intracellular antibodies and fluorescent probes. Both mintbody can
quantify the modification level at the cellular level by imaging, and we were able to show that they

are useful for monitoring each modification during plant development and other processes. In the
fu}?re, it is expected that mintbody will be used for detailed epigenetic analysis of each specific
cell type.
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