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Although the teleost medaka, Oryzias latipes, is known to be long-day
breeder, we had previously shown that wild populations originating from low latitudes had
genetically lower sensitivity to photoperiod. In this study, we used three wild populations
including the short-day "responsive™ Kiyosu and Kushima and "non-responsive" Miyazaki. Phenotypes of

the F2 individuals in two types of crosses were examined, and three quantitative trait loci (QTLs)
were identified on chromosomes 9, 6 and 20 by QTL analyses using whole genome sequences of the F2
generations. We compared the sequences of the QTL regions between "responsive” and "non-responsive"
strains and performed transcriptome analyses (RNA-Seq) of Kiyosu and Miyazaki under long-day and

short-day conditions, and discussed the genes involved in response to short-day and gonadal
regression.
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