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Elucidation of genetic differentiation process of a parasitic plant,
Phacellanthus tubiflorus, through changes of host and reproduction mode

Hayakawa, Hiroshi
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Results of analyses of MIG-Seq and Flow Cytometry showed that Phacellanthus
tubiflorus tended to be genetically divided into three clades. Each clade of P. tubiflorus
corresponded to the polyploidy, i.e., diploid, triplople, and tetraploploid, rather than a
regionality derived from geographic distance. According to previous reports (Nakanishi et al. 2006),

it has been thought that triploids of P. tubiflorus are generated by hybridization between diploids
and tetraploploids. However, from the distribution with the results of MIG-Seq, it was found that
triploploids of P. tubiflorus were at least not the F1 hybrids of them. These facts suggest that
diploids, triploploids, and tetraploploids of P. tubiflorus may each begin to speciate as their own
lineage.
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