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Evolution of floral clock genes in Hemerocallis
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Hemerocallis fulva are day-blooming flowers that bloom in the early morning
and close in the evening. On the other hand, Hemerocallis citrina is a nocturnal flower that begins
to bloom in the evening and closes the following morning. In this study, we performed whole-genome
sequencing of these species using a Chromium (10x Genomics) sequencer, with the aim of identifying
the "floral clock gene" that is involved in the difference in these flowering time. The genome
structure was more complex than expected. We compared the sequences of clock genes involved in the
circadian clock.
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