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Analysis of the evolutionary mechanism of mating systems focusing on the
chromosomal structure and sex-determining regions in Closterium.

Tsuchikane, Yuki

3,300,000

Members of the Closterium peracerosum-strigosum-littorale (C. psl.) complex
are unicellular zygnematophycean algae. A zygospore is typically formed as a result of conjugation
between mating-type plus (mt+) and mating-type minus (mt-) cells during sexual reproduction in
heterothallic strains. On the other hand, zygospores are formed between genetically identical cells
in homothallic strains. In this study, We measured the 1C genome size of the C. psl. complex.
Genomes of the 6 heterothallic strains and 2 homothallic strains were sequenced. The genome
structure of homothallic strain (NIES-4550) indicated that this strain was derived from a hybrid of
different heterothallic strains.
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