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Single cell analysis to elucidate the regulatory mechanisms of arousal
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The main focus of this study was the analysis using transgenic mice, however
due to the effects of COVID19 and the restrictions of their breeding environment, it was difficult
to carry out the analysis.

Therefore, 1 focused on the development of an analysis platform for nanopore sequencing, which is
an analysis method, and adjusted minimap2 for mapping for long reads, mapped, counted reads with
FeatureCounts, corrected, and extracted variable expression genes (FDR<0.01) with edgeR. This
identified several splicing variant genes with altered mRNA copy number and Exon-Intron structure at

each locus in the treatment groups In cultured cells used as a preliminary study.
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