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DNA damage response (DDR) is a critical mechanism involved in cancer
suppression and treatment. In this study, we focused on the structure-activity relationship of
Radl7, a representative protein that regulates DDR, and obtained findings that could lead to the
development of DDR-targeted therapeutics. We elucidated that the iVERGE domain located at the
C-terminus of Radl7 and its phosphorylation are essential for Radl7"s functionality. Furthermore, we

discovered the spatial regulation of Radl7 within cells, particularly noting that its nuclear
translocation promotes proteasome-dependent degradation of Radl7 protein. This research has provided
significant insights into the regulatory mechanisms of Radl7 and its associated factors, yielding
results that contribute to the development of molecular targeted drugs aimed at DDR.
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