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Identification and dynamic analysis of true stem cells in testicular stem cells
using the latest single cell analysis method
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Single-cell analysis is rapidly evolving as a useful technology for
understanding cell subpopulations of different character. Undifferentiated spermatogonia are
considered as similar type of cells but have been reportedly found to be heterogeneous in terms of
marker expressions. In this case, the scNMT method, which analyses three different analyses from a
single cell - gene expression plus DNA methylation and chromatin accessibility - is considered to
lead to a more precise understanding of the cell population in undifferentiated spermatogonia, and
an attempt has been made to introduce this methodology on a stable basis in our laboratory.
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