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Elucidation of crosstalk in miRNA-IncRNA-mRNA network on pathophysiological
events
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We previously found that overexpression of NF90-NF45 complex, a RNA-binding
protein, induces skeletal muscle atrophy. This study demonstrated that the muscle atrophy is deeply
correlated with constitutive expression of Myomaker (MYMK)/Myomixer (MYMX) which are responsible
factors for myoblast fusion during myogenesis. It is known that the expression of MYMK/MYMX is
controlled by MyoD and MyoG which are myogenic regulatory factors. Finally, we newly found that the
constitutive expression of MYMK/MYMX is caused by coordination via NF90-NF45 between “ a network of
IncRNA(pri-miR-378a) accumulation-miRNA(miR-378a-3p) reduction-mRNA(MyoG mRNA) increment” and “ an
activation of transcriptional ability of MyoD” , resulting in the skeletal muscle atrophy.
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