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The CCR4-NOT (CNOT) complex plays a major role in post-transcriptional gene
silencing and has two important functions: mRNA degradation and translation inhibition. However,
little was known about the role of the CNOT complex in the nervous system. In this study, we
conducted omics analyses of gene expression and some behavioral experiments using multiple mouse
strains in which the different components of the CNOT complex were deficient in forebrain neurons.
These mice exhibited behavioral abnormalities such as hyperactivity and learning disabilities. The
omics analyses suggested that the CNOT complex may play a role in protein quality control in
neurons. These results are expected to help elucidate the pathogenesis of diseases caused by
disruption of gene expression control mechanisms.
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