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Specific mitochondrial electron transport chain processes involve oncogenesis of
ovarian clear cell adenocarcinoma and can be targets of therapy

YAMAZAKI, KAZUTO
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We analysed expression of ferrotosis-resistant factors in ovarian clear cell

carcinoma by immunohistochemistry and found that 2 ensymes; cystathioniney -lyase (CTH) which are
necessary for glutathione production, and glutathione peroxidase 4 (GPx4) which could restrain the
oxidation of the cell membrane lipid, are overexpressed. We also found that inactivation of KEAP1
gne, associated with probably due to methylation of its promoter region and/or missense mutaion of
1ts coding region, participated in overexpression of CTH, Administration of inhibitors for cystine
transporter, an irreversible inhibitor of CTH, and inhibitor of GPx4 induced oxidation of the cell
membrane lipid and reduded the tumor cell proliferation.
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