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Analysis of survival strategy and pathogenic factors of bacteria using silk worm
infection model
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i This_study aimed to elucidate the mechanisms of growth within arthropods
(silkworms) and host cells (including humans), using Francisella as a model for arthropod-borne
pathogens.

The results revealed that the mItA gene of Francisella is essential for thebacteri to evade the
arthropod immune system and to proliferate within arthropods. The slt gene was also found to be
important for growth in human cells, bypassing the immune system and autophagy.

In addition, we used CRISPR gene editing to identify several candidate of host factors that are
important for the infection of Francisella.
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