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There exists dormant bacterial population called "persisters"” which survive
from antimicrobial agents. The objective of this study iIs to clarify the mechanism of formation of
energy-accumulating persisters induced by IdhA expression. The overexpression of IdhA significantly
increased the expression of recA, a regulatory gene of SOS response, and suppressed the production
of hydroxyl radicals after antimicrobial treatment. These results suggest that IdhA expression leads

to accumulation of ATP and active DNA repair via the SOS response upon DNA damage, enabling
survival under antimicrobial treatment.
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