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Elucidation of the mechanism of adult T-cell leukemia (ATL) development based on

gut microbiota analysis
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The gut microbiota plays an important role in maintaining host homeostasis
through intestinal immunity and metabolism. In this study, we have demonstrated for the first time
that changes in the gut microbiota may be a risk factor for ATL exacerbations. We succeeded in
identifying a bacterial group that significantly increased in ATL patients compared to healthy
subjects, and found a bacterial group that correlates with sIL2R, which is known as a tumor marker.
Furthermore, from the bacterial group that was increased in HTLV-1 carriers, it was found that there

are bacteria that correlate with the HTLV-1 provirus loads. In addition, analysis of shotgun
metagenome data provided results suggesting the possibility of intestinal metabolic disorders in ATL
patients, suggesting that they may be involved in the pathogenesis of ATL.
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