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Analysis of RNA methylation in metastasis of human scirrhous gastric cancer
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The patient prognosis of human scirrhous gastric cancers éSGCs) is very
poor, mainly owing to the high frequency of peritoneal dissemination. In this study, we analyzed the
functions of RNA methyltransferase METTL3 in the metastasis of SGCs. First, we generated the
METTL3-knockdown cells in the metastatic model of SGCs. By the analysis of these cell lines, we
found that METTL3 has a pivotal role in the cancer metastasis of SGCs. Next, we performed a
comprehensive analysis of m6A modification on RNA by the Next Generation DNA Sequencer (NGS). As a
result, we identified metastasis-specific m6A modifications in SGCs. Further, we generated a novel
tool for gene-specific RNA demethylation based on CRISPR/Casl3b. Our findings indicate that
METTL3-mediated m6A has an important role in SGCs metastasis and would be a key for understanding
the molecular mechanisms of SGCs metastasis.
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