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Establishment of monitoring method using cfDNA gene mutation profile in patients
with malignant tumors
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A total of 114 cfDNA samples at diagnosis and resistance to treatment were
collected from 42 patients with advanced non-small cell lung cancer, and cfDNA was extracted. A gene
mutation profile was created using the recovered cfDNA. We published a paper on the results of
analysis of gene mutation mutation profiles using autopsy tissues (Koba H, Kimura H et al. Sci Rep.
2021). In the paper, it was shown that cfDNA is enriched with important gene mutations that
characterize malignant tumors, and that the gene mutation profile in cfDNA changes over the course
of treatment. These results suggest that cfDNA may better reflect the characteristics of the entire
tumor compared to tumor tissue.
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