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BRAF IncRNA

Identification of IncRNAs that influence BRAF mutation signal dependency
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BRAF V600E mutation is a typical driver mutation in oncogenesis reported
across different types of cancer, such as malignant melanoma, thyroid cancer, lung cancer,
colorectal cancer etc. Molecular target drugs (BRAF inhibitors) that suppress the dysfunction of
BRAF gene mutations have been developed for therapeutic purposes, but drug resistance has become a
problem. In this study, we clarified that some non-coding RNAs are involved in the resistance
mechanism against BRAF inhibitors. Non-coding RNA molecules are known to play a role in regulating
the stability of intracellular proteins and RNA. Our data showed that the identified non-coding RNA
regulate the RNA expression level of genes known to be involved in resistance mechanisms, such as
the MITF gene.
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