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This study aimed to elucidate factors related to sensitivity or resistance
of lenalidomide and progression of multiple myeloma (MM) from the analysis of clinical samples,
including bone marrow and peripheral blood. As a result, several gene mutations relevant to efficacy

of lenalidomide treatment, other than CRBN, were identified from the analysis of circulating cfDNA.
In addition, from the lipidomic analysis of serum, several metabolites were also identified.
Further study is warranted to identify clinically available factors related to lenalidomide
resistance and sensitivity of MM patients from the analysis of cfDNA and serum.
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