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Elucidation of metabolic mechanisms focusing on genomic abnormalities and
epigenomic changes related to tumor-bearing state and drug resistance
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The purpose of this study is to identify metabolites related to specific
functions of cancer cells, and metabolites characteristic of genomic abnormalities and epigenomic
changes. Then, we aim to detect cancer-bearing patients and elucidate the metabolite formation
mechanism that can be a therapeutic target through metabolome analysis. The energy required for the
survival and proliferation of cancer cells caused by genomic abnormalities and epigenetic changes is

produced through metabolism, and metabolites are produced in the process of producing functional
proteins related to cancer phenotype. 150 surgical specimens of head and neck squamous cell
carcinomas originating in the four regions (oral cavity, larynx, oropharynx, hypopharynx) and plasma
from 8 patients with esophageal squamous cell carcinoma and plasma from 8 non-cancer patients were
used for the analysis of this study. Metabolites X and Y, which are involved in epigenetic
regulation, were identified in this study.
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Pathology of superficial squamous cell carcinoma of head and neck
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