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An exploratory study of extracellular proteins as novel markers of
organ-specific glucose dysmetabolism.
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This research aimed to explore the extracellular proteins in each organ that
reflect glucose dysmetabolism for the application of laboratory testing. As a result, we obtained
the list of such potential extracellular proteins in the skeletal muscle cells and adipocytes. In
addition, we unexpectedly discovered that imeglimin, a novel oral anti-diabetic drug, facilitates
glucose transport in adipocytes. These findings contribute to the pathogenesis of diabetes.
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