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Identification of signaling ﬁathwaxs regulating follicular function by
follicular Tg to elucidate the pathogenesis of thyroid diseases
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Thyroglobulin, a precursor of thyroid hormone accumulated in the thyroid
follicles, completely reverse the ability of TSH to induce thyroid hormone synthesis by an autocrine
negative-feedback action. We have shown that Tg does not directly inhibit signaling downstream of
the TSH receptor, but regulates the expression of genes required for hormone synthesis through other

pathways. In addition, we showed that the expression level and membrane localization of novel
apical 1odide transporter SLC26A7 are down-regulated by follicular concentration of Tg, suggesting
t?a}lghelfunction of individual follicles is tightly regulated by the level of Tg accumulated in the
ollicule.
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Follicular thyroglobulin regulates expression and localization of Slc26a7, a novel iodide transporter at the apical

membrane.
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