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Analysis of intestinal mucosa-associated microbiota involved in progression to

non-alcoholic steatohepatitis
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3,300,000
/ NAFLD/NASH
NAFLD DNA
— NAFLD
NASH NAFLD
/ NAFLD/NASH
NAFLD/NASH
NAFLD
NASH NAFLD NASH NAFLD

with a non-alcoholic fatty liver background. It is known that the gastrointestinal flora is involved

Non-alcoholic fatty liver disease/hepatitis (NAFLD/NASH) is a liver injury

in the pathogenesis, but the pathogenesis is unknown. The purpose of this study is to analyze not
only the feces of patients but also the bacterial flora on the surface of the intestinal mucosal

epithelium, and to clarify the relationship between disease characteristics and disease activity. In
this study, bacterial DNA was extracted from NAFLD and healthy subjects® stool, mucus on the
surface of the gastrointestinal mucosa, and saliva, and analyzed using a next-generation sequencer.
In NAFLD patients, we clarified not only the changes in the fecal flora, as previously reported, but

also the characteristics of the mucosal surface bacteria on the enterobacterial side. We believe

that the findings obtained in this study can provide basic information for elucidating the pathology

of NASH and NAFLD.
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