©
2019 2021

Impact of altered gut microbiota in multiple system atrophy
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Parkinson®s disease SPD) and multiple sgstem atrophy §MSA) are both a
-synucleinopathies. While PD is characterized by abnormal microbiota, MSA is less well studied. In
this study, we enrolled 18 patients with MSA and their cohabitants, performed 16S rRNA analysis by
next-generation sequencing, and analyzed bacterial composition using Qiime2. Samples with a non-zero
relative abundance ratio of at least 20% for each bacterium at the genus level were included in
this analysis. We could obtain microbiota from 12 patients with MSA and compare to 147 healthy
subjects. After the Wilcoxon rank sum test and adjustment by Bonferroni test, only genus Eubacterium
showed a significant increase in MSA. Genus Akkermansia, which is increased in PD, showed an
increasing trend in MSA. Genera Faecalibacterium and Fusicatenibacter, which are decreased in PD,
showed a decreasing trend in MSA. The results of this study suggest that MSA may have a specific

abnormal microbiota different from PD.
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